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Drug-A 45.7 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 45.7 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.01 48.0 h=-0.01 72.0 h=-0.02

0 10 20 30 40 50 60 70
time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

-1.5

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

CellLine2 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 137.2 nM

Drug-A 137.2 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 137.2 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.01 48.0 h=-0.02 72.0 h=-0.01

10

20

30

40
time (h)

50

60

70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

——

compound: Drug-A_GeneOff

CellLine2 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 411.5 nM

-1.5

Drug-A 411.5 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 411.5 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.02 48.0 h=-0.02 72.0 h=-0.01

10

20

30

40
time (h)

50

60

70



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

relative confluency inhbition

CellLine2 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 1234.6 nM
Drug-A 1234.6 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 1234.6 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.02 48.0 h=-0.02 72.0 h=0.00

0 10 20 30 40 50 60 70
time (h)



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

relative confluency inhbition

CellLine2 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 3703.7 nM
Drug-A 3703.7 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 3703.7 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.03 48.0 h=-0.03 72.0 h=-0.03

0 10 20 30 40 50 60 70
time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

CellLine2 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 11111.1 nM

-1.5

Drug-A 11111.1 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 11111.1 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.07 48.0 h=-0.06 72.0 h=-0.05

10
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40
time (h)

50
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70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

CellLine2 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 33333.3 nM

-1.5

Drug-A 33333.3 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 33333.3 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.03 48.0 h=-0.04 72.0 h=-0.03

10

20

30

40
time (h)

50

60

70



Drug-A 45.7 nM DMSO_Drug-A_GeneOff 0.1 % -

Drug-A 137.2 nM DMSO_Drug-A_GeneOff 0.1 % 1

Drug-A 411.5 nM DMSO_Drug-A_GeneOff 0.1 % -

Drug-A 1234.6 nM DMSO_Drug-A GeneOff 0.1 % 1

Drug-A 3703.7 nM DMSO_Drug-A_GeneOff 0.1 % 1

Drug-A 11111.1 nM DMSO_Drug-A GeneOff 0.1 % -

Drug-A 33333.3 nM DMSO_Drug-A GeneOff 0.1 % -

1.00

CellLine2 Bl score Drug-A_GeneOff

0.75

-0.50

-0.25

-0.00

-—0.25

-—0.50

—0.75

—1.00
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1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

relative confluency inhbition

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 45.7 nM
Drug-B 45.7 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 45.7 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=0.01 48.0 h=0.01 72.0 h=-0.00

0 10 20 30 40 50 60 70
time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 137.2 nM

-1.5

Drug-B 137.2 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 137.2 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=0.01 48.0 h=0.03 72.0 h=0.01

10

20

30

40
time (h)

50

60

70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 411.5 nM

-1.5

Drug-B 411.5 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 411.5 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=0.05 48.0 h=0.07 72.0 h=0.01

10

20

30

40
time (h)

50

60

70



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

relative confluency inhbition

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 1234.6 nM
Drug-B 1234.6 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 1234.6 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.02 48.0 h=-0.02 72.0 h=0.00

0 10 20 30 40 50 60 70
time (h)



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine2 10K
= Std Dev

e —— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 3703.7 nM

relative confluency inhbition

Drug-B 3703.7 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 3703.7 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.02 48.0 h=-0.03 72.0 h=-0.03

10 20 30 40 50 60 70
time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 11111.1 nM

Drug-B 11111.1 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 11111.1 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=0.02 48.0 h=-0.00 72.0 h=-0.00

-1.5

10 20 30 40 50 60
time (h)

70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 33333.3 nM

-1.5

Drug-B 33333.3 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 33333.3 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.04 48.0 h=-0.02 72.0 h=-0.01

10

20

30

40
time (h)

50

60

70



Drug-B 45.7 nM DMSO_Drug-B_GeneOff 0.1 % -

Drug-B 137.2 nM DMSO_Drug-B_GeneOff 0.1 % -

Drug-B 411.5 nM DMSO _Drug-B_GeneOff 0.1 % -

Drug-B 1234.6 nM DMSO_Drug-B_GeneOff 0.1 % 1

Drug-B 3703.7 nM DMSO_Drug-B_GeneOff 0.1 % 1

Drug-B 11111.1 nM DMSO_Drug-B_GeneOff 0.1 % -

Drug-B 33333.3 nM DMSO_Drug-B_GeneOff 0.1 % -

1.00

CellLine2 Bl score Drug-B_GeneOff

0.75

-0.50

-0.25

-0.00

-—0.25

-—0.50

—0.75

—1.00

L0°'0 = Xew § GO'0- = Ul ejue -0> ‘BUAS o<



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

-1.5

genetic-chemical_perturbagen_several-time_points.txt

—— —

compound: Drug-C_GeneOff

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 1.4 nM

Drug-C 1.4 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 1.4 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=-0.01 48.0 h=-0.00 72.0 h=-0.00

0 10

20

30

40
time (h)

50

60

70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 2.11 nM

-1.5

Drug-C 2.11 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 2.11 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=0.00 48.0 h=-0.01 72.0 h=-0.01

10

20

30

40
time (h)

50 60 70



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

CellLine2 10K
Std Dev

__________________ —— Control_DMSO _Drug-C 0.1 %

= — —— Drug-C_GeneOff 3.16 nM

relative confluency inhbition

Drug-C 3.16 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 3.16 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=-0.05 48.0 h=-0.04 72.0 h=-0.02

10 20 30 40 50 60 70
time (h)



relative confluency inhbition

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

1.5
1.0 -
0.5
CellLine2 10K
Std Dev
______?"' --------------------------- —— Control_DMSO_Drug-C 0.1 %
0.0 4 — — —— Drug-C_GeneOff 4.74 nM
Drug-C 4.74 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 4.74 nM DMSO_Drug-C_GeneOff 0.1 %
—0.5
Bl_score :
~1.0- 24.0 h=-0.04 48.0 h=-0.03 72.0 h=-0.02
_15 T T T T T T T T
0 10 20 30 40 50 60 70

time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

-1.5

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 7.11 nM
Drug-C 7.11 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 7.11 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=-0.05 48.0 h=-0.03 72.0 h=-0.01

0 10

20

30

40
time (h)

50

60

70



relative confluency inhbition

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

1.5
1.0 -
0.5
CellLine2 10K
Std Dev
e T e e e —— Control_ DMSO Drug-C 0.1 %
00] ———— _— — —— Drug-C_GeneOff 10.67 nM
Drug-C 10.67 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 10.67 nM DMSO_Drug-C_GeneOff 0.1 %
—0.5
Bl _score:
-1.01 24.0 h=-0.07 48.0 h=-0.04 72.0 h=-0.02
_15 T T T T T T T T
0 10 20 30 40 50 60 70

time (h)



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

relative confluency inhbition

CellLine2 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 16.0 nM
Drug-C 16.0 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 16.0 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=-0.05 48.0 h=-0.02 72.0 h=-0.02

0 10 20 30 40 50 60 70
time (h)



Drug-C 1.4 nM DMSO_Drug-C_GeneOff 0.1 % 1

Drug-C 2.11 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 3.16 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 4.74 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 7.11 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 10.67 nM DMSO_Drug-C_GeneOff 0.1 % 1

Drug-C 16.0 nM DMSO_Drug-C_GeneOff 0.1 % -

1.00

CellLine2 Bl score Drug-C_GeneOff

0.75

-0.50

-0.25

-0.00

-—0.25

-—0.50

—0.75

—1.00
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relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

-1.5

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

CellLine3 10K

Std Dev
— — —— Control_ DMSO Drug-A 0.1 %
D e — . — —— Drug-A_GeneOff 45.7 nM

Drug-A 45.7 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 45.7 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=0.02 48.0 h=0.08 72.0 h=0.06

0 10 20 30 40 50 60 70

time (h)



relative confluency inhbition

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

1.5+
1.0 A
0.5 A
CellLine3 10K
Std Dev
e —— — —— Control_ DMSO Drug-A 0.1 %
00 E—m———=e————"0 —— — —— Drug-A_GeneOff 137.2 nM
Drug-A 137.2 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 137.2 nM DMSO_Drug-A_GeneOff 0.1 %
—0.5 A
Bl _score:
~1.0- 24.0 h=0.05 48.0 h=0.10 72.0 h=0.09
_15 T T T T T T T T
0 10 20 30 40 50 60 70

time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

-1.5

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

CellLine3 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 411.5 nM

Drug-A 411.5 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 411.5 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=0.03 48.0 h=0.07 72.0 h=0.04

0 10 20 30 40

time (h)

50

60

70



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

relative confluency inhbition

CellLine3 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 1234.6 nM
Drug-A 1234.6 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 1234.6 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.01 48.0 h=-0.00 72.0 h=-0.01

0 10 20 30 40 50 60 70
time (h)



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

relative confluency inhbition

CellLine3 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 3703.7 nM
Drug-A 3703.7 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 3703.7 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.05 48.0 h=-0.04 72.0 h=-0.02

0 10 20 30 40 50 60 70
time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

CellLine3 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 11111.1 nM

Drug-A 11111.1 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 11111.1 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.03 48.0 h=0.02 72.0 h=-0.01

-1.5

10 20 30 40 50 60
time (h)

70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

-1.5

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-A_GeneOff

CellLine3 10K
Std Dev

—— Control_ DMSO Drug-A 0.1 %
—— Drug-A_GeneOff 33333.3 nM

Drug-A 33333.3 nM
DMSO_Drug-A GeneOff 0.1 %
=== Drug-A 33333.3 nM DMSO_Drug-A_GeneOff 0.1 %

Bl _score:
24.0 h=-0.01 48.0 h=-0.03 72.0 h=-0.03

0 10

20

30

40
time (h)

50

60

70



Drug-A 45.7 nM DMSO_Drug-A_GeneOff 0.1 % -

Drug-A 137.2 nM DMSO_Drug-A_GeneOff 0.1 % 1

Drug-A 411.5 nM DMSO_Drug-A_GeneOff 0.1 % -

Drug-A 1234.6 nM DMSO_Drug-A GeneOff 0.1 % 1

Drug-A 3703.7 nM DMSO_Drug-A_GeneOff 0.1 % 1

Drug-A 11111.1 nM DMSO_Drug-A GeneOff 0.1 % -

Drug-A 33333.3 nM DMSO_Drug-A GeneOff 0.1 % -

1.00

CellLine3 Bl score Drug-A_GeneOff

0.75

-0.50

-0.25

-0.00

-—0.25

-—0.50

—0.75

—1.00
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relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

—— ——
= e e e e e = i

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %

—— Drug-B_GeneOff 45.7 nM

-1.5

Drug-B 45.7 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 45.7 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.03 48.0 h=-0.04 72.0 h=-0.07

10

20 30 40 50 60 70
time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 137.2 nM

-1.5

Drug-B 137.2 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 137.2 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.02 48.0 h=-0.04 72.0 h=-0.08
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relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 411.5 nM

-1.5

Drug-B 411.5 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 411.5 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=0.00 48.0 h=-0.02 72.0 h=-0.06

10
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40
time (h)

50
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1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

relative confluency inhbition

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 1234.6 nM
Drug-B 1234.6 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 1234.6 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.01 48.0 h=-0.03 72.0 h=-0.03

0 10 20 30 40 50 60 70
time (h)



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine3 10K
Std Dev

= —— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 3703.7 nM

relative confluency inhbition

Drug-B 3703.7 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 3703.7 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.03 48.0 h=-0.04 72.0 h=-0.03

10 20 30 40 50 60 70
time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 11111.1 nM

-1.5

Drug-B 11111.1 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 11111.1 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=-0.02 48.0 h=-0.03 72.0 h=-0.02

10

20

30

40
time (h)

50

60

70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-B_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-B 0.1 %
—— Drug-B_GeneOff 33333.3 nM

-1.5

Drug-B 33333.3 nM
DMSO_Drug-B_GeneOff 0.1 %
=== Drug-B 33333.3 nM DMSO_Drug-B_GeneOff 0.1 %

Bl _score:
24.0 h=0.03 48.0 h=0.02 72.0 h=0.01

10

20

30

40
time (h)

50

60

70



Drug-B 45.7 nM DMSO_Drug-B_GeneOff 0.1 % -

Drug-B 137.2 nM DMSO_Drug-B_GeneOff 0.1 % -

Drug-B 411.5 nM DMSO _Drug-B_GeneOff 0.1 % -

Drug-B 1234.6 nM DMSO_Drug-B_GeneOff 0.1 % 1

Drug-B 3703.7 nM DMSO_Drug-B_GeneOff 0.1 % 1

Drug-B 11111.1 nM DMSO_Drug-B_GeneOff 0.1 % -

Drug-B 33333.3 nM DMSO_Drug-B_GeneOff 0.1 % -

1.00

CellLine3 Bl score Drug-B_GeneOff

0.75

-0.50

-0.25

-0.00

-—0.25

-—0.50

—0.75

—1.00
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relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

i —— -

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %

—— Drug-C_GeneOff 1.4 nM

-1.5

Drug-C 1.4 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 1.4 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=-0.06 48.0 h=-0.05 72.0 h=-0.04

0 10 20 30 40

time (h)

50

60

70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 2.11 nM

-1.5

Drug-C 2.11 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 2.11 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=0.00 48.0 h=-0.01 72.0 h=-0.01

10

20

30

40
time (h)

50 60 70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

-1.5

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 3.16 nM

Drug-C 3.16 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 3.16 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=0.03 48.0 h=0.01 72.0 h=0.00

0 10

20

30

40
time (h)

50 60 70



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

-1.5

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 4.74 nM

Drug-C 4.74 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 4.74 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=0.01 48.0 h=-0.00 72.0 h=-0.01

0 10

20

30

40
time (h)

50 60 70



1.5

1.0 A

0.5 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

relative confluency inhbition

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 7.11 nM
Drug-C 7.11 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 7.11 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=-0.02 48.0 h=-0.02 72.0 h=-0.02

0 10 20 30 40 50 60 70
time (h)



relative confluency inhbition

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

1.5 -
1.0 -
0.5 A
CellLine3 10K
Std Dev
B _ s —— —— Control_DMSO_Drug-C 0.1 %
001 —————,—— —— Drug-C_GeneOff 10.67 nM
Drug-C 10.67 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 10.67 nM DMSO_Drug-C_GeneOff 0.1 %
—0.5 4
Bl _score:
~1.0- 24.0 h=0.08 48.0 h=0.11 72.0 h=0.06
_15 T T T T T T T T
0 10 20 30 40 50 60 70

time (h)



relative confluency inhbition

1.5

1.0 A

0.5 A

0.0 A

—0.5 A

—1.0 A

genetic-chemical_perturbagen_several-time_points.txt

compound: Drug-C_GeneOff

CellLine3 10K
Std Dev

—— Control_DMSO _Drug-C 0.1 %
—— Drug-C_GeneOff 16.0 nM

-1.5

Drug-C 16.0 nM
DMSO _Drug-C_GeneOff 0.1 %
=== Drug-C 16.0 nM DMSO_Drug-C_GeneOff 0.1 %

Bl _score:
24.0 h=0.11 48.0 h=0.11 72.0 h=0.16

10

20

30

40
time (h)

50 60 70



Drug-C 1.4 nM DMSO_Drug-C_GeneOff 0.1 % 1

Drug-C 2.11 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 3.16 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 4.74 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 7.11 nM DMSO_Drug-C_GeneOff 0.1 % -

Drug-C 10.67 nM DMSO_Drug-C_GeneOff 0.1 % 1

Drug-C 16.0 nM DMSO_Drug-C_GeneOff 0.1 % -

1.00

CellLine3 Bl score Drug-C_GeneOff

0.75

-0.50

-0.25

-0.00

-—0.25

-—0.50

—0.75

—1.00
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% confluency

Time: 24 h

100 ~

(@)
o
1

(@)]
o
1

SN
o
1

20 A

*|

IC_15 =678.30 nM

EC_50 = 866.18 nM

IC_50 = 1715.61 nM

Emax = 46.07 % confluency

LL4=> fit_curve, R? = 0.9999 X? = 4070.6 Sum of squares = 0.75

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

compound: Drug-A_GeneOff
cell line: CellLinel
Time: 48 h

IC_15 = 458.69 nM

EC 50 = 648.74 nM

IC_50 = 835.63 nM

Emax = 30.74 % confluency

LL4=> fit_curve, R? = 0.9999 X? = 33858.9 Sum of squares = 1.19

experiment_data

100 -

80 A
>
O
c
]
=]

= 60 A
o
O
L

40 A

20 A

0

®

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

Time: 72 h
100 A
O
80 A
60 A
(\}
40 A
IC_15 = 459.23 nM
EC_50 = 621.02 nM
20 A IC_50 = 715.90 nM
Emax = 23.67 % confluency
LL4=> fit_curve, R? = 0.9995 X2 = 8354757.9 Sum of squares = 4.78
experiment_data
0

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

100 ~

(@)
o
1

(@)]
o
1

SN
o
1

20 A

..|

IC_15 = 536.68 nM

EC 50 = 777.86 nM

IC_50 = 1594.13 nM

Emax = 40.97 % confluency

LL4=> fit_curve, R? = 0.9980 X2 = 50683.3 Sum of squares = 11.55

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

compound: Drug-A
cell line: CellLinel
Time: 48 h

20 A

®

IC_15 =370.32 nM \

EC_50 = 585.71 nM

IC_50 = 775.68 nM

Emax = 28.52 % confluency

LL4=> fit_curve, R? = 0.9986 X2 = 137480.8 Sum of squares = 11.55

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

Time: 72 h
100 A
Y
80 -
60 -
(\]
40 A
IC_15 = 397.68 nM
EC_50 = 574.00 nM
20 A IC_50 = 671.17 nM
Emax = 22.14 % confluency
LL4=> fit_curve, R? = 0.9990 X2 = 96911.3 Sum of squares = 9.97
experiment_data
0

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

120

100 f—@———0-

(@)
o
1

(@)]
o
1

SN
o
1

20 A

ee o]

fit_curve_Drug-A_GeneOff

IC_50 = 1715.61 nM
fit_curve_Drug-A

IC_50 = 1594.13 nM
Expreiment_data_Drug-A_GeneOff
Expreiment_data_Drug-A

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

compound: Drug-A_GeneOff and Drug-A
cell line: CellLinel
Time: 48 h

120

100 ~

80 A

60 -

40 -

20 A

fit_curve_Drug-A_GeneOff

IC_50 = 835.63 nM
fit_curve_Drug-A

IC_50 = 775.68 nM
Expreiment_data_Drug-A_GeneOff
Expreiment_data_Drug-A

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

Time: 72 h

120

80 A

60

40 -

20 A

:ooo|o|

fit_curve_Drug-A_GeneOff

IC_50 = 715.90 nM
fit_curve_Drug-A
IC_50 = 671.17 nM
Expreiment_data_Drug-A_GeneOff
Expreiment_data_Drug-A

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

100 ~

(@)
o
1

(@)]
o
1

SN
o
1

20 A

*|

IC_15 = 997.05 nM

EC_50 = 1891.51 nM

IC_50 Value outside the tested range!

Emax = 59.85 % confluency

LL4=> fit_curve, R? = 0.9797 X? = 88569.5 Sum of squares = 35.58

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

compound: Drug-B_GeneOff
cell line: CellLinel
Time: 48 h

Emax = 42.19 % confluency
LL4=> fit_curve, R? = 0.9763 X2 = 413765.7 Sum of squares = 109.58

100 A o
| J
80 -
>
O
c
]
= 60
c
o
O
X
40 A
® IC_15=489.35nM
EC_50 = 684.74 nM
201 @ 1C_50=1408.34nM
® experiment_data
0

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

Time: 72 h
100 A
]
80 A
60 A
(\]
40 A
IC_15 = 496.79 nM
EC_50 = 652.89 nM
20 A IC_50 = 826.20 nM
Emax = 31.60 % confluency
LL4=> fit_curve, R? = 0.9919 X2 = 773994835.3 Sum of squares = 60.67
experiment_data
0

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

100 ~

(@)
o
1

(@)]
o
1

SN
o
1

20 A

]

IC_15 = 679.28 nM

EC_50 = 1495.51 nM

IC_50 Value outside the tested range!

Emax = 55.12 % confluency

LL4=> fit_curve, R? = 0.9651 X2 = 280331.2 Sum of squares = 71.15

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

compound: Drug-B
cell line: CellLinel
Time: 48 h

Emax = 37.82 % confluency
LL4=> fit_curve, R? = 0.9736 X? = 233588.2 Sum of squares = 132.00

100 A
[ ]
80 -
>
O
c
]
= 60
c
o
O
X
40 A
@® IC_15=489.90nM
EC_50 = 753.60 nM
201 @ 1C_50=1484.96nM
® experiment_data
01—

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

Time: 72 h
100 A
(\]
80 -
>
o
c
]
= 60
‘€
S
Q
X
40 A
@® IC_15=509.00 nM
EC_50 = 738.32 nM
20 A IC_50 = 980.70 nM
Emax = 28.28 % confluency
LL4=> fit_curve, R? = 0.9897 X2 = 969566.1 Sum of squares = 79.09
experiment_data
O L L L | T L L L L | T T T

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

120

100 ~

(@)
o
1

(@)]
o
1

SN
o
1

20 A

ee o]

fit_curve_Drug-B_GeneOff

IC_50 Value outside the tested range!
fit_curve_Drug-B

IC_50 Value outside the tested range!
Expreiment_data_Drug-B_GeneOff
Expreiment_data_Drug-B

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

compound: Drug-B_GeneOff and Drug-B

cell line: CellLinel
Time: 48 h

120

100 ~

80 A

60 -

40 -

20 A

fit_curve_Drug-B_GeneOff

IC_50 = 1408.34 nM
fit_curve_Drug-B

IC_50 = 1484.96 nM
Expreiment_data_Drug-B_GeneOff
Expreiment_data_Drug-B

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

Time: 72 h
120
100 A
80 A
60 A
40 1 L
s ———
[ ]
= fit_curve_Drug-B_GeneOff | ]
® IC50=2826.20nM
201 — fit_curve_Drug-B
@ IC_50 = 980.70 nM
® Expreiment_data_Drug-B_GeneOff
® Expreiment_data_Drug-B
0 T LN | T L R L |
102 103 104

concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h
*
*
100 A v w
80 -
60 -
40 A
@® IC_15 Value outside the tested range!
EC_50 = 11.09 nM
201 @ IC_50 Value outside the tested range!
Emax = 87.01 % confluency
—— LL4=> fit_curve, R? = 0.9263 X? = 49379.4 Sum of squares = 15.98
® experiment_data
0 L+— : : —r

100

10!
concentration range logio from: [1.4 ; 16.0] nM

compound: Drug-C_GeneOff
cell line: CellLinel

Time: 48 h
. ® il
100 A °

80 -
>
(@]
c
)
= 60
=
o
o
X

40 A

® IC_15=12.92nM
EC 50 = 11.51 nM
201 @ IC_50 Value outside the tested range!
Emax = 80.17 % confluency
= LL4=> fit_curve, R? = 0.9525 X2 = 15753677.8 Sum of squares = 21.42
® experiment_data
0 L+— : : —r

100

10!
concentration range logio from: [1.4 ; 16.0] nM

Time: 72 h

\]

IC_15 =11.98 nM

EC 50 = 11.17 nM

IC_50 Value outside the tested range!

Emax = 83.85 % confluency

LL4=> fit_curve, R? = 0.9794 X? = 7239440.4 Sum of squares = 5.32

experiment_data

100 -

80 A
>
O
c
]
=]

= 60 A
o
O
L

40 A

20 A

0

100

10!
concentration range logio from: [1.4 ; 16.0] nM




% confluency

Time: 24 h
® DY i P
100 - bl v
80 A
60 A
40 -
@® IC_15 Value outside the tested range!
201 @ EC_50Not possible to calculate
IC_50 Value outside the tested range!
= Emax = 94.01 % confluency
@ LL4=> fit_curve, R? = 0.8102 X2 = 13219.9 Sum of squares = 12.97

100

10!

concentration range logio from: [1.4 ; 16.0] nM

compound: Drug-C
cell line: CellLinel
Time: 48 h

o 2 - *
100 A
80 -
>
o
c
Q
= 60
‘€
o
o
X
40 A
@® IC_15 Value outside the tested range!
EC 50 = 11.21 nM
201 @ IC_50 Value outside the tested range!
Emax = 89.52 % confluency
—— LL4=> fit_curve, R? = 0.9171 X? = 42476.9 Sum of squares = 13.48
® experiment_data
0 L— - . ——
10° 10!

concentration range logio from: [1.4 ; 16.0] nM

Time: 72 h

100 -

80 A
>
O
c
]
=]

= 60 A
o
O
L

40 A

20 A

0

IC_15 Value outside the tested range!

EC 50 = 12.22 nM

IC_50 Value outside the tested range!

Emax = 91.01 % confluency

LL4=> fit_curve, R? = 0.9598 X? = 238597.4 Sum of squares = 4.09

experiment_data

100

10!
concentration range logio from: [1.4 ; 16.0] nM




% confluency

Time: 24 h
120
-~ *
100 A v v
80 A
60 A
40 -
= fit_curve_Drug-C_GeneOff
@® IC_50 Value outside the tested range!
20 A fit_curve_Drug-C
@ IC_50 Value outside the tested range!
@ Expreiment_data_Drug-C_GeneOff
Expreiment_data_Drug-C
0 L— : : —r

100

10!
concentration range logio from: [1.4 ; 16.0] nM

% confluency

compound: Drug-C_GeneOff and Drug-C
cell line: CellLinel
Time: 48 h

120

100 ~

80 A

60 -

40 -

20 A

fit_curve_Drug-C_GeneOff

IC_50 Value outside the tested range!
fit_curve_Drug-C

IC_50 Value outside the tested range!
Expreiment_data_Drug-C_GeneOff
Expreiment_data_Drug-C

100

10!
concentration range logio from: [1.4 ; 16.0] nM

% confluency

Time: 72 h

120

100 ~

80 A

60

40 -

20 A

eco o]

fit_curve_Drug-C_GeneOff

IC_50 Value outside the tested range!
fit_curve_Drug-C

IC_50 Value outside the tested range!
Expreiment_data_Drug-C_GeneOff
Expreiment_data_Drug-C

[

o

o

10!
concentration range logio from: [1.4 ; 16.0] nM




% confluency

Time: 24 h

100 ~
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o
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o
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o
1
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..|

IC_15 = 148.77 nM

EC_50 = 989.88 nM

IC_50 = 6683.21 nM

Emax = 44.06 % confluency

LL4=> fit_curve, R? = 0.9782 X? = 35539478.1 Sum of squares = 68.57

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

compound: Drug-A_GeneOff
cell line: CellLine2
Time: 48 h

100 ~

20 A

®

IC_15 =128.45 nM

EC_50 = 699.66 nM

IC_50 = 1459.43 nM

Emax = 33.79 % confluency

LL4=> fit_curve, R? = 0.9659 X? = 16857995.2 Sum of squares = 167.54

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

Time: 72 h
100 A
N
80 A
60 A
¥
40 -
IC_15 = 245.41 nM
EC_50 = 874.37 nM
20 A IC_50 = 1239.83 nM
Emax = 28.76 % confluency
LL4=> fit_curve, R? = 0.9726 X? = 9003085.7 Sum of squares = 163.75
experiment_data
0

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

100 ~
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o
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o
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20 A

]

IC_15 =720.42 nM

EC_50 = 1326.89 nM

IC_50 = 6821.02 nM

Emax = 45.75 % confluency

LL4=> fit_curve, R2 = 0.9971 X2 = 136162.8 Sum of squares = 11.72

experiment_data

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

compound: Drug-A
cell line: CellLine2
Time: 48 h

IC_15 = 536.05 nM

EC_50 = 1008.33 nM

IC_50 =1771.84 nM

Emax = 34.86 % confluency

LL4=> fit_curve, R? = 0.9983 X2 = 1986188.3 Sum of squares = 10.51

experiment_data

100 -

80 A
>
O
c
]
=]

= 60 A
o
O
L

40 A

20 A

0

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

Time: 72 h
100 A
o
80 -
>
o
c
(O]
= 60
=
S
Q
X
40 A
® IC_15=1653.49nM
EC_50 = 1128.38 nM
20 A IC_50 = 1578.30 nM
Emax = 29.52 % confluency
LL4=> fit_curve, R? = 0.9976 X2 =.7004477.6 Sum of squares = 18.02
experiment_data
O L L L L L | T T T T T

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

120
100 A
*
80 A *®
60 -
\
° \L
40 A
= fit_curve_Drug-A_GeneOff
@® IC_50=6683.21nM
20 A fit_curve_Drug-A
@ IC_50=6821.02nM
® Expreiment_data_Drug-A_GeneOff
Expreiment_data_Drug-A
O T T L L L | T L L L |
102 103 104

concentration range logio from: [45.7 ; 33333.3] nM

% confluency

compound: Drug-A_GeneOff and Drug-A
cell line: CellLine2
Time: 48 h

120

100 ~

80 A

60 -

40 -

20 A

fit_curve_Drug-A_GeneOff

IC_50 = 1459.43 nM
fit_curve_Drug-A

IC_50 =1771.84 nM
Expreiment_data_Drug-A_GeneOff
Expreiment_data_Drug-A

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

Time: 72 h

120

80 A

60

40 -

20 A

:ooo|o|

fit_curve_Drug-A_GeneOff
IC_50 = 1239.83 nM
fit_curve_Drug-A

IC_50 = 1578.30 nM
Expreiment_data_Drug-A_GeneOff
Expreiment_data_Drug-A

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM




% confluency

Time: 24 h

100 ~

(o]
o
1
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o
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20 A

IC_15 = 107.48 nM
EC_50Not possible to calculate
IC_50 Value outside the tested range!

= Emax = 57.15 % confluency
@ LL4=> fit_curve, R?2 = 0.9351 X? = 841297.4 Sum of squares = 86.98

102 103 104
concentration range logio from: [45.7 ; 33333.3] nM

% confluency

compound: Drug-B_GeneOff
cell line: CellLine2
Time: 48 h

100 ~

20 A

IC_15 =51.27 nM

EC_50 = 5536.15 nM

IC_50 = 12178.84 nM

Emax = 44.71 % confluency

LL4=> fit_curve, R? = 0.9744 X? = 582705.3 Sum of squares = 64.98

experiment_data

102 103 104
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